The complete mitochondrial genome of the Spotted Linsang, Prionodon pardicolor, the first representative from the family Prionodontidae (Mammalia, Carnivora).
The complete mitochondrial genome of the Spotted Linsang, Prionodon pardicolor, was sequenced using overlapping PCR products. The genome is 16,718 base pairs in length and contains the 37 genes found in a typical mammalian genome: 13 protein-coding genes, 22 transfer RNA genes and 2 ribosomal RNA genes. The overall base composition on the L-strand is A: 32.4%, C: 25.0%, G: 13.9%, T: 28.7%. The control region of P. pardicolor includes both RS2 and RS3 tandem repeats. Phylogenetic analyses support a sister relationship with the Felidae.